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Figure 1. Schematic Representation of Proteins L and G
(&) B1 segment of the IgG binding d in of pept o |

protein L (pdb code 2PTL, 62 residues starting with resiéue 17).
(B) B1 segment of the lgG binding domain of streptococeal protein
G [pdb code 1PGA, 56 residues).



